The occurrence of Aeromonas spp. in the Porsuk River, public drinking water and tap water in the City of Eskisehir (Turkey) was monitored. Fresh water samples were collected from several sampling sites during a period of one year. Total 102 typical colonies of Aeromonas spp. were submitted to biochemical tests for species differentiation and of 60 isolates were confirmed by biochemical tests. Further identifications of isolates were carried out first with the VITEK system (BioMe˜rieux) and then selected isolates from different phenotypes (VITEK types) were identified using the DuPont Qualicon RiboPrinter® system. Aeromonas spp. was detected only in the samples from the Porsuk River. According to the results obtained with the VITEK system, our isolates were 13% Aeromonas hydrophila, 37% Aeromonas caviae, 35%
INTRODUCTION
The importance of detection of Aeromonas spp. has increased in recent years due to their emergent human pathogenic properties (9) . Aeromonas spp. can cause septicaemia, wound infections (10, 18) and diarrhoeal illness (7) .
Aeromonas
are Gram-negative, oxidase-positive, facultative anaerobic, glucose fermenting, rod-shaped bacteria of the family Aeromonadaceae (8) . Aeromonas spp. are common aquatic microorganisms that occur in irrigation water, river water, brackish water, freshwater, spring water, surface water and groundwater, estuarine and sea water, chlorinated and non-chlorinated drinking water (5, 6, 12, 13, 24) and in some countries, in bottled mineral water (17) . All phenospecies are found in sewage-contaminated water (2) . The prevalence and distribution of Aeromonas in aquatic environments, its role as a contaminant for drinking water supplies and potential for pathogenicity mediated by mesophilic Aeromonas are all of great public health concern (3, 6) .
Residents of the City of Eskisehir in Turkey use treated water not for drinking but for cleaning, washing, and various recreational purposes as tap water from the Porsuk River.
Therefore, the safety of the treated water from the Porsuk River is very important for the residents of the City. Lack of information about the incidence of motile Aeromonas in 127 Kivanç, M. et 
al. Aeromonas in water
Eskisehir tap water and the Porsuk River as well as in drinking water should be great concern because their possible occurrence in such waters could be a potential source of infection for the residents.
In this study, the occurence of Aeromonas species in the Porsuk River, tap water obtained from the Porsuk River after treatment and drinking water of the City of Eskisehir was investigated.
MATERIALS AND METHODS

Collection of Water Samples
Samples were collected from 12 different sites on the Porsuk River at monthly intervals during the period of a year.
Tap water samples were collected from houses, business centers and hospitals, randomly selected different parts of the City of Eskisehir. Drinking water samples sold in plastic bottles were purchased from a variety of retailers in the city.
Water samples from the river and tap water were brought to the laboratory in 500 ml sterile glass bottles. In order to inactivate chlorine, sterile sodium thiosulphate solution was added (13.2 mg/l). The samples were immediately stored under ice-cold conditions and microbiological analyses were performed within 3 h of collection.
Isolation and Identification of the Strains
10 ml of water were inoculated in 90 ml of peptone water with 1% NaCl (w/v) at pH 8.6 adjusted with sodium hydroxide.
After incubation at 37 °C for 24-48 h, the cultures were 
RESULTS AND DISCUSSION
In this study, we isolated a total number of 102 possible Aeromonas and Pseudomonas genera were determined with the each system. Ribotyping profiles of some strains and standards are shown in Fig 1. In addition, the homology among the isolates was indicated using UPGMA. Most of them were found to be hemolytic. Actually, further studies should be done in order to detect other virulence factors.
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